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Volume 224, Number 2 (1996), in the article ‘‘Intracellular Localization of the Herpes
Simplex Virus Type-1 Origin Binding Protein, UL9,’’ by Ajay K. Malik, Lei Shao, John
D. Shanley, and Sandra K. Weller, pages 380–389: On page 386, the D800-851
sequence in Figure 4B is incorrect. For the reader’s convenience Figure 4 and its
legend are reproduced here.
FIG. 4. Mutations designed to alter the putative NLS-like motif in C-terminal 107 region of UL9. (A)
Alignment of the amino acid sequence 790–814 of HSV-1 UL9 protein and the corresponding se-
quences from equine herpes virus-1 gene 53 and varicella zoster virus gene 51 proteins. The 12-
amino-acid sequence constituting the putative NLS of UL9 is underlined. (B) The wild-type version of
amino acids 793–804 representing the putative NLS domain of UL9 is shown on the top line. Mutations
in the putative NLS are shown on the next two lines. Deletions D800-803 and D800-851 were studied
in the context of the full-length UL9. D800-803 mutation was also tested in the context of N33-PK–
C107 as described in the text. (C–F) Intracellular localization of the wild-type and mutant forms of
UL9. Vero cells were transfected with VP16 plasmid alone (C) or cotransfected with VP16 and UL9
(D), D13-536 (E), or D800-803 (F). The transfected cells were fixed and incubated with anti-UL9
rabbit antiserum followed by incubations with biotinylated horse anti-rabbit antibody and fluorescein-
conjugated avidin.
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